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ADC offers a High Pressure Cryo-Cooler for preparing protein crystals used for Crystallography
experiment (HPC-201).

This device is into the fourth year of commercialization and has been
used in Europe, Asia and the US. There have been great improvements
made with each generation. The devices fundamental design is based
on a process developed by Cornell University scientists Prof. Sol M.
Gruner and Prof. Chae Un Kim. The technology enables the
simultaneous capture of both amplitude and phase information from
a single anomalous diffraction (SAD) of a cryocooled protein crystal,
thereby providing sufficient data to solve the crystal structure of a
protein with a previously unknown structure. Flash-freezing at
atmospheric pressure requires the use of cryoprotectants. Finding
the right cyroprotectant for each sample type can be a long, trial-and-error process. The High
Pressure Cryo-Cooler eliminates the need to use cryoprotectants and produces superior results.
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