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Postdoctoral Research Fellow, Stanford University School of Medicine
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Burroughs Wellcome Foundation Career Award for Medical Scientists
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Assistant Professor of Pathology and Medicine, University of California, San
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Director of Molecular Microbiology, UCSD Clinical Laboratories
Associate Director of Microbiology, UCSD Clinical Laboratories

Doris Duke Clinical Scientist Development Fellowship

Associate Professor of Pathology and Medicine, University of California, San
Diego

Director of Microbiology, UCSD Clinical Laboratories

Director of Molecular Microbiology, UCSD Clinical Laboratories

Medical License History:

2006-present Board Certified Internal Medicine

2008-present Board Certified Infectious Disease

2014-present Board Certified American Board of Medical Microbiology

Clinical Experience:
Resident — Internal Medicine — Massachusetts General Hospital — 2003 to 2005
Fellow — Infectious Diseases — Stanford University Hospital — 2005 to 2007



Hospitalist — Mills Peninsula Hospital — 2007 to 2009

Hospitalist — VA Medical Center Palo Alto — 2007 to 2010

Hospitalist — Santa Clara Valley Medical Center — 2006 to 2011

Attending Physician — Infectious Disease Service — UCSD — 2010 to present

Research Experience:

1992-1996

1993-1996

1994

1995

1998-2001

2002-2006

2006-2010

Research Assistant in the laboratory of Dr. Rosanna J. Spolski in the
Wake Forest University Department of Biology.

Research Assistant in the laboratory of Dr. Catherine Harris in the
Wake Forest University Department of Sociology.

Research Assistant in the laboratory of Dr. Robert J. Christy at the
University of Texas San Antonio Institute of Biotechnology.

Research Assistant in the laboratory of Dr. Luz Angela Labrada at
the Center for the International Study of Epidemiology and Disease
in Medicine (CIDEIM) in Cali, Colombia.

Graduate Student in the laboratory of Dr. Martin Blaser in the
Department of Microbiology and Immunology at Vanderbilt
University.

Independent research at New York University and Massachusetts General
Hospital.

Postdoctoral Research Fellow in the laboratory of Dr. David Relman at Stanford
University.

Volunteer Service

1995

1995-1996
1995-1996
1998-2000
1998-2001

2006-2009

Wake Forest University representative at the North American Conference on
Minorities in Math, Science, and Engineering (NACME)

Alpha Phi Alpha Fraternity Community Service Chairman

Volunteer work at hospice in Winston-Salem, NC

Teaching assistant for medical microbiology course

Vanderbilt University representative at the Minority Access to Research
Conference (MARC).

Volunteering medical services at Santa Clara Valley PACE clinic

Oral Presentations
CRISPR 10 Meeting 2009 — Session Convener and invited speaker — Comparisons of

streptococcal CRISPRs and viromes in human saliva reveal bacterial adaptations specific to
human oral viruses.



Infection, Immunity and Transplantation Annual Meeting 2010 — Invited Speaker — Comparisons
of CRISPRs and viromes in human saliva reveal bacterial adaptations specific to salivary
bacteriophage.

SD Microbiology Group — 2011 — Invited Speaker — Analysis of streptococcal CRISPRs in
human saliva reveals substantial sequence diversity within and between subjects.

BCRS Seminar Series — 2011 — Invited Speaker — Insights into the role of viral communities in
the human oral cavity.

CRISPR_12 Meeting 2012 — Invited Speaker — Comparisons of CRISPR content between saliva
and skin: viral exposures may not be body site specific.

Pathology Research Lecture Series — 2012 — Invited Speaker — Association between living
environment, ecological niche, and human viral ecology.

American Society for Microbiology — Annual Meeting 2013 — Invited Speaker — Association
between living environment and human oral viral ecology.

Exploring Host Microbiome Interactions — 2014 — Invited Speaker — Effects of bacteria on oral
viruses and implications for spread.

International Society for Microbial Ecology — Annual Meeting 2014 — Human oral viruses are
personal, persistent, and gender consistent.

Infectious Diseases Grand Rounds UCSD 2014 — Invited Speaker— Mass spectrometry for the
identification of bacteria and fungi

Microbiome Connections to the environment, health and disease — Invited Speaker 2014 — The
oral Virome.

International Human Microbiome Congress — Annual Meeting 2015 — Invited Speaker - Roles of
viruses in the human microbiome.

Pathology Lecture Series, UC Irvine 2015 - Invited Speaker - Roles of viruses in the human
microbiome.

Gastroenterology Grand Rounds, UCSD 2015 - Invited Speaker - Role of viruses in the human
microbiome.

ICAAC 2015 - Invited Speaker - Roles of viruses in the human microbiome.

University of Southern California Microbiome Matters Symposium 2015 - Invited Speaker - Role
of viruses in the human microbiome.

ASM Microbe 2016 - Invited Speaker - Role and spread of viruses in the human microbiome

Living with our Viromes 2016 - Invited Speaker - Role of viruses in the human microbiome

Irvine Center for Virus Research 2016 - Invited Speaker - Sharing our microbiomes with our
close contacts.




Penn State University Summer Research Symposium 2017 - Invited Speaker - Role of viruses
in the human microbiome.

Microbiome Matters Symposium 2016 - Invited Speaker - Role of viruses in the human
microbiome

ASM Microbe 2017 - Invited Speaker - Transmission of viruses via our microbiomes.

UC Berkeley Biology Seminar Series 2017 - Invited Speaker - Transmission of viruses via our
microbiomes.

ECCMID 2017 — Invited Speaker — Role of viruses in the respiratory microbiome

North American Microbiome Congress 2017 - Sharing viruses in the human microbiome with our
close contacts

UCSD Center for Microbiome Innovation 2017 - Invited Speaker - Transmission of viruses via
our microbiome

Human Microbiome Congress 2017 — Invited Speaker

Human Microbiome Congress 2018 — Invited Speaker

Festival of Genomics 2017 - Invited Speaker - Role of viruses in the human microbiome

UCSD Pulmonary Division Grand Rounds 2018 — Transmission of viruses via the microbiome

North American Microbiome Congress 2018 - Invited Speaker - Role of viruses in the human
microbiome

University of Louisville School of Dentistry 2018 — Invited Speaker — Ecology of viruses in the
oral microbiome

ASM Clinical Virology Symposium 2018 — Invited Speaker — Ecology and role of viruses in the
human virome

Lake Arrowhead 22™ International Microbial Genomics Conference 2018 - Invited Speaker -
Role of viruses in the human microbiome

Pathology Research Lecture Series 2018 - Invited Speaker - Role of viruses in the human
microbiome

Roche KOL Meeting 2018 — Invited Speaker

UC San Diego Urobiome Meeting 2019 — Invited Speaker — Establishment of guidelines for
storage and preservation of voided urine specimens in women

Pharmabiotics 2019 — Invited Speaker — The virome and its potential for shaping the
microbiome




American Association of Clinical Chemistry 2019 — Invited Speaker

American Society of Microbiology Microbe Meeting 2019 — Invited Speaker

Center for Innovative Phage Applications and Therapeutics 2019 — Invited Speaker — The role
of bacteriophages in the human microbiome

North American Cystic Fibrosis Conference 2019 — Invited Speaker — Bacteriophage Therapy in
the Future: Opportunities and Challenges

Hologic Webinar 2019 — Webinar Speaker

ASM Clinical Virology Symposium 2019 — Invited Speaker

Great Courses 2019 — Invited Speaker

UC San Diego Urobiome Meeting 2020 — Invited Speaker — Challenges for examining the
urobiome.

Viral EcoGenomics and Applications 2020 — Invited Speaker — The ecology and role of phages
in the human microbiome.

Pathology Research Lecture Series 2020 - Invited Speaker — UC San Diego Health’'s Response
to SARS-CoV-2 Testing
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Software
Pride DT. 2001. Swaap 1.0.3: A tool for analyzing substitutions and similarity in
multiple alignments. Distributed by the author, Department of Microbiology and
Immunology, Vanderbilt University School of Medicine in Nashville, TN.
www.pridelaboratory.org.

Pride DT. 2001. Swaap PH 1.0.2: A tool for analyzing nucleotide usage patterns
in coding and noncoding portions of microbial genomes. Distributed by the
author, Department of Microbiology and Immunology, Vanderbilt University
School of Medicine in Nashville, TN.

Pride DT. 2008. Swaap Genome Search: A tool for phylogenetic classification of
metagenome fragments from prokaryotes and bacteriophages. Distributed by
the author, Department of Medicine, Division of Infectious Diseases, Stanford
University School of Medicine, Stanford, CA.

Pride DT. 2008. Swaap Gene: A tool for one step phylogenetic reproduction.
Distributed by the author, Department of Medicine, Division of Infectious
Diseases, Stanford University School of Medicine, Stanford, CA.

Pride DT. 2016. lon Assist: A tool for one step phylogenetic reproduction.
Distributed by the author, Department of Pathology, University of California, San
Diego, Stanford, CA. www.pridelaboratory.org.

Ongoing Grant Support

Emily’s Entourage Pride (PI) 09/01/20-08/31/22

Title: Development of a Collection of Anti-MRSA Phages as Alternatives to Antibiotics in Cystic
Fibrosis

The objective of this proposal is to begin development of a phage bank that targets the
pathogen MRSA and to characterize those phages to decipher combinations that work
cooperatively to eliminate MRSA infections.

1R21AI1149354-01 Whiteson (PI) 02/11/20-1/31/22
NIH/NIAID



Title: Model systems to assess the role of viruses in the microbiome
The objective of this proposal is to define the role communities of viruses may play in shaping
the gut microbiome.

U01DK106827-06 Lukacz (PI)
NIH/NIDDK

Title: Prevention of LUTS

The objective of this proposal is to develop a center for analysis of the urobiome and to
determine appropriate conditions for urobiome analysis in women with lower urinary tract
symptoms.

R21AI1149354 Pride (PI)

NIH

Title: In vivo efficacy studies to accelerate the translation of phage therapy to combat drug
resistant infections.

The objective of this proposal is to develop phages that target Enterococcus infections.

Pending Grant Support

Us4 Brubaker (PI)

NIH/NIDDK

Title: O'Brien Urobiome Center

The objective of this proposal is to develop a center for microbiome analysis of urine specimens
and to develop techniques to predict susceptibility to UTIs in postmenopausal women.

RO1AI154071 Whiteson (PI)

NIH

Title: Synergistic phage cocktails targeting antibiotic resistant Enterococcus in a chronic wound
model.

The objective of this proposal is to develop a chronic wound infection with vancomycin resistant
enterococcus and develop bacteriophage cocktails capable of treating these infections.

UO01TR003417 Pride (PI)

NIH

Title: Overcoming barriers to accelerate the translation of phage therapy to combat drug
resistant bacteria.

The objective of this proposal is to develop a well characterized phage bank targeting ESKAPE
pathogens.

1R21Al1144861 Pride (PI)

NIH

Title: Assessing the role of high fat derived viruses in gut inflammation and microbiome
modulation.

The objective of this proposal is to determine the role that viruses play in gut inflammation and
microbiome modulation in individuals with high fat diets.

Prior Grant Support

UNCF-Merck Postdoctoral Research Fellowship  Pride (PI) 08/01/07-09/01/09
Title: None

The objective of this proposal is to provide support for the creation of new algorithms for



improving the phylogenetics of prokaryotes based on patterns of oligonucleotide usage.
Role: PI

ITI Young Investigator Innovation Award Pride (PI) 01/01/09-8/31/09

Title: Pyrosequencing analysis of human bacteriophage communities in health and disease
The objective of this proposal is to develop Roche/454 Pyrosequencing techniques to evaluate
bacteriophage communities in the human oral cavity.

Role: PI

Harold Amos Medical Faculty Development Award Pride (PI) 01/01/08-04/31/12

Title: The phylogenetics of nucleotide usage patterns: origin of metagenome DNA fragments
and unknown bacteriophages revealed.

The objective of this proposal is to generate new methodology for understanding the origin and
host prokaryotes of bacteriophages isolated from metagenome data.

Role: PI

Burroughs Wellcome Fund CAMS Award Pride (P1) 03/01/09-08/01/16
Title: Bacteriophage communities in oral health and disease

The objective of this proposal is to develop techniques to evaluate the members of double
stranded DNA bacteriophage communities from the oral cavity of human subjects with oral
health and disease.

Role: PI

Doris Duke Foundation CDSA Award Pride (P1) 07/01/15-06/30/18

Doris Duke Foundation

Title: Human viral communities as vehicles for the spread of antibiotic resistance in the
community.

The objective of this proposal is to develop techniques to decipher the role of human
bacteriophage communities in the transmission of antibiotic resistance among human subjects
in close contact.

Role: PI

PLUS Pilot Grant Pride (PI) 07/01/17-06/30/19
NIH/NIDDK

Title: Establishment of guidelines for storage, processing, and microbiome analysis of voided
urine specimens in women and girls.

The objective of this proposal is to develop methods for characterizing the urine microbiome and
deciphering whether there are associations with lower urinary tract symptoms.

Role: PI

1R21AI133189-01A1 Pride (PI) 02/15/18-1/13/20
NIH/NIAID

Title: Model systems to assess the role of viruses in the microbiome

The objective of this proposal is to define the role communities of viruses may play in shaping
the gut microbiome.



